Water samples were collected from eight different stations located along the Zuari estuary ( Fig. 1 ), West Coast of India. One ml of sub-sample was serially diluted and spread plated on Zobell Marine Agar 2216 (ZMA 2216) and incubated for 24 hours. After incubation, pure cultures were isolated from agar medium and screened for β -Glu activity. Briefly, isolates were streaked on an agar plate containing 0.5% arbutin and 0.02 % Ammonium ferric (II) citrate (which was filter sterilized and added to the autoclaved medium) and incubated at 30 0
Isolation and identification β -Glu producing bacteria
Water samples were collected from eight different stations located along the Zuari estuary ( Fig. 1 ), West Coast of India. One ml of sub-sample was serially diluted and spread plated on Zobell Marine Agar 2216 (ZMA 2216) and incubated for 24 hours. After incubation, pure cultures were isolated from agar medium and screened for β -Glu activity. Briefly, isolates were streaked on an agar plate containing 0.5% arbutin and 0.02 % Ammonium ferric (II) citrate (which was filter sterilized and added to the autoclaved medium) and incubated at 30 0 C for 24 hrs. β -Glu positive isolates hydrolyse the arbutin substrate, and a dark brown colour zone develops in the agar plates (Suppl. Fig. 1A ). Based on the biochemical characterization and protein profile using MALDI-TOF/TOF (Bruker) with biotyper software, the strain identified as Exiguobacterium indicum. Further, bacterial genomic DNA was extracted using pure link genomic DNA extraction kit (Invitrogen, USA) and 16S rRNA gene amplification was carried out by PCR using the universal primer set 27F (5'-AGA GTT TGA TCC TGG CTC AG-3') and 1492R (5'-GGT TAC CTT GTT ACG ACT T-30). The sequence obtained by analyzing with an automated DNA sequencer (Applied Biosystems) was aligned with Clustal X, and MEGA 4 software was used to built the phylogenetic tree (NCBI accession number: KR047884). The analysis of the isolated strain's 16S rRNA confirms the taxonomy obtained from biochemical and protein profiling.
Standardization of flow cytometric (FCM) analysis
For FCM analysis, E. indicum inoculated in the broth containing 0.5% of arbutin and incubated for 24 hrs at 30° C. After incubation, cells were washed and diluted with 0.05M sodium acetate buffer (pH 5.5), and subsequently stained with FDGlu for 30 mins in the dark (2mM final concentration; Molecular Probes, USA). Control samples also prepared without FDGlu and FDGlu-sample without bacteria to cut off the background noise. After incubation, the samples from both the sets were analyzed using a BD FACSAria TM II flow cytometer equipped with a 488nm nuclear blue laser using following detector settings (FSC -286; SSC -310; FL1 -464) at a threshold rate of 200 (FITC). Emitted light collected through different filter sets: (1) 488/10 band pass for right angle light scatter (RALS), (2) 530/30 band pass filter for green fluorescence signal from the fluorescein hydrolysis product of FDGlu (Suppl. Fig. 1B-E) . 
